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Based on experiments conducted since this article’s [1] publication, the authors have con-
cluded that the protein-protein interaction results reported in Fig 4 are not reliable.
In experiments done after the article was published, the authors observed signals for the
negative control indicating that there was unspecific binding to the sepharose beads (S1 File).
Furthermore, efforts to replicate the experiment using the transfection/co-immunoprecipita-
tion protocol detailed in the article did not confirm the published results: a specific protein-
protein interaction was not observed in co-immunoprecipitation experiments using native
neonate cardiomyocyte extracts (S2 File).
Given these findings, the result and conclusion statements referring to a physical interac-
tion between BAG3 and HSPB7 are not supported. Specifically:
• The penultimate sentence of the ZBTB17-HSPB7 locus subsection of the Results: “Using
GST pull-down experiment and co-immunoprecipitation we also observed that recombinant
BAG3 interacts with HSPB7 (Fig 4).”
• The fifth sentence of the second paragraph of the Discussion section: “In addition, our in
vitro experiments demonstrate a physical interaction of BAG3 with HSPB7 (Fig 4) suggest-
ing functional relationships between the 2 proteins that may be relevant for their genetic
implication in DCM pathophysiology.”
• The seventh sentence of the second paragraph of the Discussion section: “The interaction
signal of BAG3 Arg151 and Cys151 isoforms with HSPB7 was similar (data not shown), sug-
gesting no direct effect of the polymorphism on HSPB7 binding.”
A member of PLOS ONE’s Editorial Board confirmed that the main conclusions of the arti-
cle stand are not substantively affected by this issue.
The authors apologize for the errors in the published article.
Supporting information
S1 File. Results of co-immunoprecipitation experiment conducted in HEK cells, showing
non-specific binding cells over-expressing BAG and HSPB7.
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